Poster Session III

ajog.org
from Poisson models before and after adjusting for maternal age,
race, ethnicity, and resident status, when models allowed.
RESULTS: During the study time period, there were 597 cardiovascular disease-related deaths. Although the yearly MMR ﬂuctuated
slightly, there was an overall decrease in the MMR from 0.47 per
100,000 live births in 1979 to 0.03 in 2017 (adjusted rate ratio 20162017 versus 1979-1980, 0.09, 95% CI 0.04-0.20). As shown in TABLE 1, the highest number of deaths were due to pulmonary heart
disease and hypertensive (HTN) heart disease. When focusing on
these two subtypes (TABLE 2), during the initial decade, there was
an 85% increase in mortality attributable to pulmonary heart disease, but there was a 72% decrease by 2016-2017. The MMR due to
HTN heart disease decreased with each decade.
CONCLUSION: CVD- attributable maternal mortality has decreased in
the last 39 years in the United States. Pulmonary and HTN- heart
disease remain the most signiﬁcant contributors to this speciﬁc cause
of deaths, with hypertensive-related deaths declining at a more
consistent rate.
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OBJECTIVE: We sought to evaluate the association between maternal

genotype and gestational age (GA) at delivery.
STUDY DESIGN: Women from 3 birth cohorts were genotyped for

single nucleotide polymorphisms (SNPs) using the Illumina
HumanOmni1-Quad_v1-0_B (GENEVA cohort), the Illumina
Inﬁnum Precision Medicine Array (PTB-Bio cohort), and the Illumina Inﬁnium Global Screening Array (PROMISE cohort). All cohorts were enriched for PTB. All SNP data were imputed to 1000
Genomes Phase 3 using the Michigan Imputation Server. Separate
analyses were performed for European-American (EA) and AfricanAmerican (AA) women; ancestry was conﬁrmed by evaluating for
ancestry outliers using Plink v.1.9. For each ancestry group, we
evaluated SNP-GA at delivery associations in EPACTS using linear
regression, assuming an additive genetic model and adjusting for
population stratiﬁcation. Since women with 1 PTB may have
received interventions in subsequent pregnancies to prevent recurrent PTB, we considered the worst gestational age at delivery 15
weeks’ gestation for multiparous women. We then conducted ﬁxedeffects meta-analysis by ancestry in METAL; p< 5e-8was statistically
signiﬁcant.
RESULTS: 900 women met inclusion criteria (552 GENEVA, 129
PTB-Bio, 221 PROMISE). The mean gestational age at delivery was
33.7  6.6 weeks (range 15.7-41.7 weeks) for the 804 AA women and
29.8  6.3 weeks (range 16.0-41.3 weeks) for the 96 EA women.
Additional cohort obstetric characteristics are in Table 1. In SNP
analysis, 4 variants reached genome-wide signiﬁcance; 2 for AA
women - one in FLNB on chromosome 3 [b(SE) ¼-7.46 (1.26),
p¼3.04E-9] and one between IRX3 and CRNDE on chromosome 16
[b(SE) ¼-5.55 (0.98), p¼1.69E-8] and 2 for EA women e one near
Supplement to JANUARY 2020 American Journal of Obstetrics & Gynecology

S455

Poster Session III

ajog.org

CDH6 on chromosome 5 [b(SE) ¼-4.75 (0.82), p¼6.62E-9] and one
between GDJ2 and ACTC1 on chromosome 15 [b(SE) ¼-6.02 (1.01),
p¼2.99E-9], Figure 1.
CONCLUSION: These ﬁndings identify additional candidate genes
associated with delivery gestational age in EA (2 genes) and AA (2
genes) women; if conﬁrmed, they have the potential to provide novel
diagnostic and/or therapeutic targets.
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OBJECTIVE: To determine feasibility and patient experience with
home BP monitoring in women at risk for postpartum hypertension
using a previously published program, ‘Heart Safe Motherhood’.
STUDY DESIGN: Three-center observational study of Heart Safe
Motherhood. Eligible women were English speaking with hypertensive disorders of pregnancy who delivered a liveborn infant(s)
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